
Message from the Guest Editor

Colorectal cancer (CRC) is the third most fatal type of cancer 
in both men and women globally. CRC is often diagnosed at 
advanced clinical stages.

Screening program strategies are generally based on 
2 approaches: non invasive stool tests (guaiac test and 
fecal immunochemical test (FIT) being the most common) 
and physical examinations of the gut (including flexible 
sigmoidoscopy and colonoscopy), these lasts being able to 
detect both cancer and premalignant lesions but with an 
invasive, costly and not pleasant approach.

Recently, great progress has been achieved towards the 
understanding of the molecular basis of CRC, and therefore, a 
new era in diagnosis, prognosis, and therapeutic approaches 
has emerged. Despite the improvement in this direction, 
there is still an urgent need for new molecular biomarkers 
in CRC due to the heterogeneous nature of the malignancy.

In the last two decades, non coding RNA (ncRNAs) molecules 
including microRNAs (miRNAs), tRNA-derived fragments, Piwi-
interacting RNAs (piRNAs), small nucleolar RNAs (snoRNAs) 
and long noncoding RNAs (lncRNAs) have demonstrated to 
be optimal candidates for biomarkers for cancer and can be 
detected also in surrogate tissues and biofluids. ncRNAs are 
involved in all hallmarks of CRC and constitute a hot research 
topic.
In this perspective, it would be interesting if such newly 
characterized biomolecules were further assessed for 
their potential value as molecular CRC biomarkers and/or 
therapeutic targets.
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Message from the Editor-in-Chief

This field finally has a dedicated journal where its broad 
community can communicate and exchange its latest 
findings in one centralized place. This field was built stone by 
stone from the many scientific contributions from extremely 
diverse horizons, studying gene silencing in plants, position 
effect variegation in drosophila or quelling in fungi. This field 
has achieved maturity, but a lot remains to be discovered! 
Our aim is to publish manuscripts from all horizons that will 
have a high impact on the development of the field. Let’s 
have fun and wish Non-Coding RNA a long and rewarding life!
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